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Foundations

Amid et al. (2019 )The COMPARE Data Hubs. Database : the Journal of Biological Databases and 
Curation, 01 Jan 2019, 2019 http://doi.org/10.1093/database/baz136

https://www.eosc-portal.eu/
https://www.ebi.ac.uk/

https://elixir-europe.org/

http://doi.org/10.1093/database/baz136
https://www.eosc-portal.eu/
https://www.ebi.ac.uk/
https://elixir-europe.org/


European COVID-19 Data Platform

COVID-19 Data PortalSARS-CoV-2 Data Hubs Federated European 
Genome-phenome Archive
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diverse data  – rapid sharing  – degrees of completeness   – synergy and cross-fertilisation

https://www.covid19dataportal.org/

https://www.covid19dataportal.org/


Priority I: data integration



Data integration



Rendered 
structures

https://www.covid19dataportal.org/

Literature

Intuitive results views and navigation

Related 
resources

https://www.covid19dataportal.org/


Priority II: viral data mobilisation



Viral data mobilization

• Raw viral sequence data key to tractable viral 
variation calling

• Viral variation informs the study of the biology, 
transmission, spread of the virus

• Required to inform interventions, treatments, 
vaccine design, etc.

• Ambition to mobilise raw sequence data at 
scale to support systematic analysis and 
intercomparability



Uploader and user support effort

• Tools and services to support data upload
• SARS-CoV-2 Uploader
• Existing programmatic and interactive tools

• Extensive support desk
• European campaign
• Standards and compliance support
• Curation, harmonization and update cycles

https://covid19.sfb.uit.no/

https://covid19.sfb.uit.no/


Status at 6-month point
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• 65,000 sequenced isolates from 38 countries and 300 institutions
• 16 national SARS-CoV-2 Data Hubs supporting 70% of data
• Curated metadata

• primer sets
• sample descriptions with ELIXIR-Norway

• 3 computational workflows (from Erasmus MC and RIVM)
• Assembly product currently in QC, soon to be published
• Promotion to the scientific community

Phylogenetics

Variation

Genome assembly

Raw SARS-CoV-2 sequence data
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https://covid19.sfb.uit.no/



Further work streams

Netherlands viral-
clinical-epi case study

National coordination 
network & FEGA

https://www.covid19dataportal.se/

Exploratory work
Data standards
Minimal reporting requirements
Deposition database
Support for
- interoperability across methods
- comparator studies
- engaged communities

Serology data 
standards

Cohort study support

Promotion of FAIR 
practice

https://www.ebi.ac.uk/about/news/announcements/sars-
cov-2-open-access-data-sharing-through-insdc-databases

Evergreen trees

https://www.covid19dataportal.se/
https://www.ebi.ac.uk/about/news/announcements/sars-cov-2-open-access-data-sharing-through-insdc-databases


Future

• Broader and richer data
• Further tools for data exploration, analysis 

and visualization
• Phylogenetic integration
• Discovery of cohorts and their data
• Connected viral-human data sets



Engagement

• Access data and services via the COVID-19 
Data Platform

• Access tools and support for viral data 
management, analysis and sharing

• Share cohort information and connected 
data sets

• For national and regional coordinators
• Explore options for national FEGA activities
• Join our international stakeholder group

• Contact https://www.covid19dataportal.org/

https://www.covid19dataportal.org/

